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ABSTRACT  

Introduction: MASP-2 is a mannose blinding lectin associate to serine protease 

in cerebrospinal fluid and its dynamics through the blood brain barrier is 

unknown.  

Objective: To describe MASP-2 diffusion pattern from blood to cerebrospinal 

fluid.  

Methods: A transversal observational prospective study was performed 56 

control samples of cerebrospinal fluid and serum were employed. ELISA 

measured MASP-2. Two groups were made: control patients without organic 

brain disease with normal cerebrospinal fluid and normal barrier function and 
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patients without inflammatory diseases with a blood cerebrospinal fluid barrier 

dysfunction.  

Results: MASP-2 concentration in cerebrospinal fluid increase with augment the 

Q Albumin. QMASP-2 vs. Q Albumin saturation curve indicates that MASP-2 is 

interacting with other molecules in the subarachnoid environment. The higher 

inter-individual variation of cerebrospinal fluid MASP-2 of the control compared 

to the serum MASP-2 indicates that MASP-2 is a protein derived from blood.   

Conclusions: MASP-2 in CSF is predominantly blood-derived. The saturation 

curve demonstrates that MASP-2 interacts with the starters of the lectin 

pathway like mannose binding lectin, ficolins and collectin LK.   

Keywords: complement; lectin pathway; MASP-2; albumin. 

 

RESUMEN 

Introducción: MASP2 es una proteína de unión a manosa asociada a una 

proteasa de serina encontrada en la periferia, pero puede pasar a líquido 

cefalorraquídeo.  Sin embargo, su dinámica a través de la barrera sangre-líquido 

cefalorraquídeo es aún desconocida.  

Objetivo: Describir la difusión del MASP-2 desde la sangre al líquido 

cefalorraquídeo.  

Métodos: Se realiza estudio observacional prospectivo de corte transversal 

donde se emplearon 56 muestras de suero y líquido cefalorraquídeo. Fue 

seleccionado un grupo control con pacientes sin enfermedad orgánica del 

cerebro, con líquido cefalorraquídeo y función de barrera normal y otro grupo 

de pacientes sin enfermedades inflamatorias del cerebro con disfunción de 

barrera sangre-líquido cefalorraquídeo.  

Resultados: La concentración de MASP-2 en líquido cefalorraquídeo aumentó 

con el incremento de la Q Albúmina. La curva de saturación de Q MASP-2 contra 

la Q Albúmina indicó que el MASP-2 se encuentra interactuando con otras 

moléculas en el espacio subaracnoideo. El aumento del coeficiente de variación 

individual de MASP-2 en líquido cefalorraquídeo de los controles comparado con 

el MASP-2 en suero indicó que el MASP-2 es una proteína derivada de la sangre.  

Conclusiones:  La producción de MASP-2 en líquido cefalorraquídeo es 

predominantemente derivada de la sangre. La curva de saturación demostró 
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que el MASP-2 interactúa con los iniciadores de la vía de las lectinas como 

lectina unida a manosa, las ficolinas y la colectina LK. 

Palabras clave: complemento; vía de las lectinas; MASP-2; albúmina. 
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Introduction 

The lectin pathway activates the complement system through the recognition 

of pathogens or altered-self-structures by mannan-binding lectin (MBL) or one 

of the three ficolins (H-, L- and M-ficolins) and collectin CL-LK.(1) These lectin 

pathway starters can form complexes with serine proteases (MBL) like MASP-1, 

MASP-2, and MASP-3.(2) Later, MASPs molecules are converted from pro-

enzymes to active forms, leading to cleavage of C4 and C2; and generation of 

the C3 convertase.(3) 

 

The function and diffusion of MASP-2 from blood into cerebrospinal fluid (CSF) 

was studied poorly.(4) Nowadays, the knowledge of the nature of this molecule 

in this biological fluid is important firstly because of the role of the innate 

response in central nervous system and because it could be possible to explain 

the pathophysiology of many infectious and autoimmune disorders.(1,2,3) 

 

Molecular diffusion/CSF flow theory(5) is because the concentration of a blood-

derived protein in cerebrospinal fluid (CSF) is in equilibrium between the rate 

of diffusion into CSF and the rate of elimination by CSF flow. Blood-CSF barrier 

and CSF flow rate increased protein concentration in CSF of patients with 

neurological disorders as blood-CSF barrier dysfunction due to pathologically 

reduced CSF flow rates.  

 



     Revista Cubana de Investigaciones Biomédicas. 2021;40(5):e1584 
 

 

 Esta obra está bajo una licencia: https://creativecomons.org/licenses/by-nc/4.0/deed.es_ES 

 

 

The diffusion rate of the different molecules from blood to CSF depends on the 

molecular size and it is represented by CSF/serum concentration quotients of 

the blood-derived protein in normal CSF.  

 

Albumin became the reference for the individual barrier function by the 

CSF/serum concentration quotient or Q Albumin. It is based because albumin in 

CSF is derived exclusively from blood in spite of the pathological processes of 

the neurological disorders.(6,7) 

 

The diffusion rate for the passage for proteins from blood to CSF, the CSF/serum 

quotient of a blood-derived fraction of any protein molecule with a known 

molecular size can be calculated.(7,8) According with this theory a change in Q 

Albumin can be interpreted of the pathologically reduced CSF flow rate.  It is 

possible and necessary to extend these concepts to all proteins in CSF and the 

influence of reduced CSF flow rate on protein in CSF depends on the source of 

the proteins.  

 

Sources of CSF proteins 

Three sources for CSF proteins can be identified:  

 

1. Blood-derived proteins in CSF 80% of total protein(8) evaluated as 

CSF/serum quotients with reference to the albumin CSF/serum concentration 

quotient, Q Albumin (e.g. IgG, IgA, and IgM).(8,9) The no linear reference range 

for blood-derived proteins in CSF forms the base for reibergrams,(8) which 

enables the sensitive and quantitative detection of additional intrathecal 

synthesis.  

2. Brain cell- derived proteins are interpreted by their absolute 

concentration in CSF without reference to Q Albumin, since they are 

independent of CSF flow rate like Tau protein and neuron-specific enolase.(10,11) 

3. Proteins are released from leptomeningeal cells into CSF. These are also 

evaluated as absolute CSF concentration but with additional reference to Q 

Albumin, because they have a linear correlation with CSF flow rate (e.g. beta 

trace protein, MBL).(12) 
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4. Relatively new proteins like the ones that take part of the lectin pathway 

complement system shows different dynamics in CSF based on controls and 

patients, and can be supported by the molecular diffusion/CSF flow model of 

Reiber.(8) From these considerations, it is possible to discriminate between the 

different sources of CSF proteins for diagnostic purposes. The results obtained 

in this paper will try to support the role of MASP-2 and its interaction with the 

lectin pathway starters following the dynamics from blood to CSF.  

5. The scientific problem is to know the MASP-2 diffusion pattern from 

blood to cerebrospinal fluid and its relationship between soluble and associated 

forms.   

6. The objective of this paper is to describe MASP-2 diffusion pattern from 

blood to cerebrospinal fluid.  

 

 

Methods 

A transversal observational prospective study was performed. CSF and serum 

samples were taken from patients of the Neurology Department, Göttingen 

University Hospital, Germany. All samples were taken for routine analysis,(6,8,13) 

indicated by diagnostic criteria with the written informed consent of the 

patients. After routine analysis, residual CSF and serum samples were stored at 

-80°C anonymously, according to the ethics committee of Aarhus University 

laboratories.   

 

From these residual CSF and serum samples, we selected retrospectively two 

groups for this study: 45 normal controls patients without organic brain disease 

with normal CSF and normal barrier function. Control patients were determined 

non-inflammatory disease to be normal according to clinical and imaging 

criteria, e.g. headache or non-inflammatory polyneuropathies, and according 

to their CSF and blood data (normal CSF leukocyte count and protein values), 

no oligoclonal IgG, age-related normal albumin quotient, normal blood 

leukocytes and serum C-reactive protein.  
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In addition, the second group with 11 patients with barrier dysfunctions without 

intrathecal immune response but with increased Q Albumin, i.e. with a 

blood/CSF barrier dysfunction. Patients with non-inflammatory diseases but 

with blood/CSF barrier dysfunction given for an increase of CSF/serum albumin 

quotients (Q Albumin) as well as all other blood-derived CSF/serum protein 

quotients (QIgG, QIgA, QIgM) but without any intrathecal synthesis of IgG, IgA 

and IgM. These patients did not have oligoclonal IgG in CSF.  Patients had spinal 

canal stenosis, spinal tumor or disc prolapse. 

 

All the samples had normal CSF cell counts and typical findings of these diseases 

in electromyography, magnetic resonance and tomography.  

 

Cerebrospinal fluid was obtained by lumbar puncture and serum from blood was 

taken by venipuncture. Serum and CSF was stored frozen in aliquots at -80°C 

until analysis. Routine parameters such as albumin-, immunoglobulin- 

CSF/serum quotients, oligoclonal IgG, cell count, clinical and imaging criteria 

that were used to characterize the patient groups, were measured in the 

Neurochemistry Department of the University Hospital in Gottingen. CSF and 

serum albumin were quantified by immunochemical nephelometry with two-

point or kinetic analysis by Wildemann y otros.(14) Serum MASP-2 levels were 

measured by commercial enzyme-linked immunosorbent assay (ELISA) kit 

(Hycult Biotech, Uden, the Netherlands).(14) CSFMASP-2 was quantify by the 

same method with undiluted CSF samples. MASP-2 diffusion rate was calculated 

by the mean of the individual QMASP-2 from controls. Expected MASP-2 was 

theoretically calculated by the following formula:  

 

Equation 1  

Expected CSF MASP-2= MASP-2 diffusion rate x Serum MASP-2  

 

Equation 2 

MASP-2 synthesized Intrathecally = CSF MASP-2 - Expected CSF MASP-2   
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Equation 3  

Population coefficient variation (CV) = (Standard deviation / Arithmetic mean) 

x 100  

 

Statistics procedures 

Exponential regression and regression scatter line and correlation analysis were 

performed using MedCalc version 13.3 and GraphPad Prism 5. All the statistical 

analysis was performed with a 95% of confidence, i.e. with p < 0.05 

 

 

Results 

3.1 Protein concentrations 

The complete set of protein data for CSF and serum of both groups (i.e., with 

and without a blood CSF barrier dysfunction) is shown in the table. The 

corresponding CSF/serum concentration quotients of MASP-2 (QMASP-2, Table 

1) are shown as a function of the albumin quotient.  

 

3.2 MASP-2 diffusion rate and expected CSF MASP-2 

MASP-2 diffusion rate is the mean of the individual controls QMASP-2. Its value 

is 0.013. According to equation (MASP-2 synthesized Intrathecally = CSF MASP-

2 - Expected CSF MASP-2) it is possible to say that 24 controls have more MASP-

2 that it could be expected by simple diffusion from serum and it is possible to 

found in controls with normal Q albumin values like in controls with larger Q 

albumin values with barrier dysfunctions.  

 

CSF/serum quotients for albumin and MASP-2 with individual CSF and serum 

concentrations of MASP-2 in controls and patients with barrier dysfunctions and 

the individual expected CSF MASP-2 and CSF MASP-2 can be found in Mendeley 

Data repository.(15) 

 

The population coefficient of variation is a variable employed to explain the 

source of the protein found in CSF. If the CV value of a molecule is smaller in 
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CSF of a group of patients than in the corresponding, serum of this group the 

molecule must derive primarily from brain. In case of blood-derived molecules 

in CSF, their CV in blood must be higher in CSF by the additional individual 

variation of CSF flow rate (Table). 

 

Table - Descriptive statistic of variables 

Summary 

statistics 
MASP-2 

ng/L 
MASP-2 CSF 
ng/L x 10-3 

Q MASP-2 Q Albumin 

Arithmetic 

mean 
326.71 3.56 0.0128 7.9929 

95% CI 
271.5101 to 

381.9185 

2.6133 to 

4.4982 

0.0099 to 

0.0157 

5.4751 to 

10.5106 

Standard 

deviation 
206.14 3.52 0.0108 9.4014 

CV% x 10-3 63.1 98.9 - - 

Kolmogorov- 

Smirnov test 

accept 

Normality 

(p = 0.122) 

reject 

Normality 

(p < 0.001) 

accept 

Normality 

(p = 0.204) 

reject 

Normality 

(p < 0.001) 

n= 56; CV: population coefficient variation 

 

In order to know the relation between the absolute values of MASP-2 in CSF 

with the variation of Q albumin as a control measure of diffusion rate from 

serum to CSF, correlation coefficient r was calculated. (r = 0.6762; p < 0.0001; 

95% Confidence interval for r = 0.5026 to 0.7973) It means that an increased Q 

albumin produces a proportional increase of MASP-2. Their rostro-caudal 

concentration gradient is, as expected from the theory, linearly increasing.  

 

The correlation of the absolute CSF concentration of MASP-2 with the albumin 

CSF/serum quotient, Q Albumin, is shown in figure 1 for all patients without 

and with a barrier dysfunction (Table). This diagram shows graphically that 

MASP-2 concentration in lumbar CSF increased with increasing Q Albumin as 

correlation coefficient demonstrated.  
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Linear regression between CSF MASP-2 and Q Albumin indicate that the MASP-2 

concentration in CSF increase with an increment of Q Albumin (MASP-2 = 1.5327 

+ 0.2531 (Q Albumin); p < 0.001).    

 

 

 

 

Fig. 1 - Absolute CSF concentration vs. Q Albumin. 

 

This curve at figure 1 looks as a saturation function with increasing Q albumin. 

Taking into account the theoretical equilibrium between free CSF MASP-2 found 

and MASP-2 interacting subarachnoid environment, it could be explain more 

properly using the obtained QMASP-2.  

 

On the other hand, there is also a significant statistic relationship between 

QMASP-2 and Q Albumin (MASP-2 = 0.0077 + 0.0006 (Q Albumin); p < 0.001), in 

a linear regression following the same behavior than the variables mentioned 

before when MASP-2 was employed.  

 

In figure 2, it follows more properly the saturation curve found between QMASP-

2 and Q Albumin.  
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Fig. 2 - Saturation curve obtained by plotting QMASP-2 against Q Albumin. 

 

 

Discussion 

As other components of the lectin pathway the MASP-2 diffusion dynamics 

between blood to CSF remains unknown as well as its function in cerebrospinal 

fluid.  

 

It is known that C3c(16,17) and C4,(16,17,18) as well as of other complement 

components like MBL(19) were synthesized in CSF. It is possible to think that 

MASP-2 could be synthesized in this biological fluid as well as these other 

components.  

 

According to the theory of the molecular diffusion/CSF flow model,(8,16) it is 

possible to know the source of a protein found in CSF, i.e. if it is derived from 

blood, from brain or from leptomeninges. In addition, if the protein is 

interacting with the subarachnoid environment or part of and it could be found 

in a not soluble form.  

 

MASP-2 concentration in CSF is lower than in serum. It indicates that MASP-2 is 

a blood-derived protein. It is well known that MASP-2 is synthesized by 

hepatocytes but it does not mean that it could be produced by other sources.(16)  
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Also, the brain-derived proteins, which are released into ventricular and 

cisternal CSF, are not modified by CSF flow rate. The results indicate that the 

concentration of MASP-2 depends on Q Albumin, so it was modified by CSF flow 

rate.  

 

Both arguments support the fact that MASP-2 are not a brain-derived protein as 

Tau protein,(20) neuron-specific enolase(21) and other ones.  

 

According the Reiber’s postulates about CSF low rate and source-related 

dynamics of the proteins from blood to CSF, the other condition that a molecule 

have to fulfill to consider or not derived primarily from brain is that the CV 

value should be smaller in CSF than the corresponding serum.  

 

The biological coefficient of variation of a blood-derived protein in CSF in a 

group with severely increased albumin quotient, Q Albumin, is the same as in a 

group with a normal albumin quotient.(22)  

 

The biological coefficient of variation of a blood-derived protein in CSF does 

not approach the value of the biological CV in the blood of the same group of 

patients.  

 

When Reiber in 1994 studied it in more than 4300 controls pairs of CSF and 

serum in spite of the most severe barrier dysfunction with CSF protein 

concentrations approaching the concentration in serum.(23) 

 

The biological variability, expressed as the coefficient of variation, for MASP-2 

in CSF is higher (CV= 55%) than the serum MASP-2 value (CV= 40%). In the case 

of a blood-derived protein in CSF, an increased coefficient of variation would 

be expected, due to the additional biological variation originating from the 

individual barrier function.(10,11) Therefore, MASP-2 in CSF is primarily a blood-

derived protein but it is possible to be synthesized in the central nervous system 

().  
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It is well known that MASP-2 have to interact with lectin pathway starters as 

MBL, ficolins and CL-LK(24,25) and it is possible to find in a free form and linked 

with the lectin pathway complement starters.  

 

The dynamics of MASP-2 from blood to CSF acts as a saturation function with 

increasing Q Albumin, as it is found for soluble intercellular adhesion molecule 

type 1 (s-ICAM-1)(4,26). Soluble MASP-2 found in CSF is interacting with MASP-2 

linked to the starters are not solely diffusion dependent.  

 

ICAM-1, a cell surface receptor important for cellular interactions in immune 

responses, especially leukocyte trafficking into inflamed tissue; it is released 

in a soluble form (sICAM-1) into the extracellular space. About 60% to 80% of 

sICAM-1 in normal lumbar CSF derives from blood. This calculation is based on 

the theoretically expected molecular size-dependent blood-CSF gradient 

between 300:1 to 250:1.(27) 

 

The experimental data indicates that the increment of MASP-2 in serum should 

not correspond with the expected CSF concentration. This paradox is unique for 

the proteins that follows a saturation behavioral and it is quite different from 

other proteins blood-derived like immunoglobulins and other complement 

components.(12) That means that part of MASP-2 from blood to CSF was linked 

to MBL or other lectin pathways starters and it is the reason why is not possible 

to found the expected increment in CSF with the flow rate.  

 

The limitations of the present study are due to the small number of samples 

included. Perhaps, a larger sample it is possible to underline with more 

precision these results. Nevertheless, up to the present it looks like that, MASP-

2 is a blood-derived protein but it is possible to be synthesized in CSF as the 

other components of the lectin pathway already known.(28,29) 

 

Conclusions 

MASP-2 in CSF is predominantly blood-derived according at its concentration in 

CSF. The saturation curve demonstrates that MASP-2 interacts with the starters 
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of the lectin pathway like MBL, ficolins and CL-LK. The dynamics of the diffusion 

from blood to CSF indicate a saturation curve where MASP-2 interacts with the 

subarachnoid environment. Nevertheless, an increment of the sample size 

should be better to improve these results. 

 

 

References 

1. Kjaer TR, Thiel S, Andersen GR. Toward a structure-based comprehension 

of the lectin pathway of complement. Mol. Immunol. 2013 [acceso 

20/01/2021];56:413–22. Available in: 

https://pubmed.ncbi.nlm.nih.gov/23810291/    

2. Ma YJ, Skjoedt M, Garred P. Collectin-11/MASP Complex Formation Triggers 

Activation of the Lectin Complement Pathway – The Fifth Lectin Pathway 

Initiation Complex. J. Innate. Immun. 2013 [acceso 20/01/2021];5:242–50. 

Available in: https://pubmed.ncbi.nlm.nih.gov/23220946/  

3. Degn SE, Jensenius JC, Thiel S. Disease-Causing Mutations in Genes of the 

Complement System. Am. J. Hum. Genet. 2011 [acceso 20/01/2021];88:689–

705. Available in: https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3113252/  

4. Dorta-Contreras AJ, Padilla-Docal B, Pérez-Martín O, Arias-Morales A, 

Reiber H, Jensenius JC. MASP2 and MBL: Dynamics and Intrathecal synthesis. 

Front. Immunol. 2013 DOI: 

https://doi.org/10.3389/conf.fimmu.2013.02.00929 Available in: 

http://dspace.uces.edu.ar:8180/dspace/handle/123456789/200  

5. Dorta-Contreras AJ, Lewczuc P, Noris-García E, Interián-Morales MT, 

Magraner Tarrau ME, Padilla-Docal B, et al.  sICAM-1 in meningoencephalitis 

due to Angiostrongylus cantonensis. Arq. Neuropsiquiatr. 2006;64:589-59. DOI: 

https://doi.org/10.1590/S0004-282X2006000400011 

6. Dorta-Contreras AJ, Reiber H. Teoría de la difusión molecular/flujo del 

líquido cefalorraquídeo. Rev Neurol. 2004 [acceso 20/01/2021];39:564-9. 

Available in: 

https://www.researchgate.net/publication/304640243_Teoría_de_la_difusion

_molecularflujo_del_liquido_cefalorraquideo   

https://pubmed.ncbi.nlm.nih.gov/23810291/
https://pubmed.ncbi.nlm.nih.gov/23220946/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3113252/
https://doi.org/10.3389/conf.fimmu.2013.02.00929
http://dspace.uces.edu.ar:8180/dspace/handle/123456789/200
https://doi.org/10.1590/S0004-282X2006000400011
https://www.researchgate.net/publication/304640243_Teoría_de_la_difusion_molecularflujo_del_liquido_cefalorraquideo
https://www.researchgate.net/publication/304640243_Teoría_de_la_difusion_molecularflujo_del_liquido_cefalorraquideo


     Revista Cubana de Investigaciones Biomédicas. 2021;40(5):e1584 
 

 
 

Esta obra está bajo una licencia: https://creativecomons.org/licenses/by-nc/4.0/deed.es_ES 

 

 

7. Reiber H. Cerebrospinal fluid data compilation and knowledge-based 

interpretation of bacterial, viral, parasitic, oncological, chronic inflammatory 

and demyelinating diseases. Diagnostic patterns not to be missed in neurology 

and psychiatry. Arq. Neuropsiquiatr. 2016 [acceso 20/12/2020];74:337-50. 

Available in: https://pubmed.ncbi.nlm.nih.gov/27097008/   

8. Reiber H, Peter JB. Cerebrospinal fluid analysis: disease-related data 

patterns and evaluation programs. J. Neurol. Sci. 2001 [acceso 

20/12/2020];184:101–22. Available in: 

https://pubmed.ncbi.nlm.nih.gov/11239944/   

9. Reiber H. Knowledge-base for interpretation of cerebrospinal fluid data 

patterns. Essentials in neurology and psychiatry. Arq Neuropsiquiatr. 2016 

[acceso 20/12/2020];74:501-12. Available in: 

https://pubmed.ncbi.nlm.nih.gov/27332077/   

10. Dorta-Contreras AJ. Reibergramas: elemento esencial en el análisis 

inmunológico del líquido cefalorraquídeo. Rev Neurol. 1999 [acceso 

20/12/2020];28:996–8. Available in: 

https://www.neurologia.com/articulo/99019  

11. Reiber H. Proteins in cerebrospinal fluid and blood: Barriers, CSF flow rate 

and source-related dynamics. Rest Neurol Neurosc. 2003 [acceso 

20/12/2020];1:79–96. Available in: 

https://pubmed.ncbi.nlm.nih.gov/14530572/   

12. Reiber H. Dynamics of brain-derived proteins in cerebrospinal fluid. Clin 

Chim Acta. 2001 [acceso 20/12/2020];310:173–86. Available in: 

https://pubmed.ncbi.nlm.nih.gov/11498083/   

13. Reiber H, Padilla-Docal B, Jensenius JC, Dorta-Contreras AJ. Mannan 

binding lectin in cerebrospinal fluid: a leptomeningeal protein. Fluids. 

Barriers of the CNS. 2012 [acceso 20/12/2020];9(1):17. Available in: 

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3487976/   

14. Wildemann B, Oschmann P, Reiber H. Laboratory diagnosis in Neurology. 

Hansotto: 2010;292. Thieme Medical Publishers; Available in: 

https://www.thieme.com/books-main/neurology/product/1162-laboratory-

diagnosis-in-neurology   

https://pubmed.ncbi.nlm.nih.gov/27097008/
https://pubmed.ncbi.nlm.nih.gov/11239944/
https://pubmed.ncbi.nlm.nih.gov/27332077/
https://www.neurologia.com/articulo/99019
https://pubmed.ncbi.nlm.nih.gov/14530572/
https://pubmed.ncbi.nlm.nih.gov/11498083/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3487976/
https://www.thieme.com/books-main/neurology/product/1162-laboratory-diagnosis-in-neurology
https://www.thieme.com/books-main/neurology/product/1162-laboratory-diagnosis-in-neurology


     Revista Cubana de Investigaciones Biomédicas. 2021;40(5):e1584 
 

 
 

Esta obra está bajo una licencia: https://creativecomons.org/licenses/by-nc/4.0/deed.es_ES 

 

 

15. Ramos-Robledo A, Dorta-Contreras AJ, González Losada C, Zerr I, Schmitz 

M, Gudmann-Hansen A. Cocientes de CSF/suero para albúmina y MASP-2 con 

CSF individual y concentraciones séricas de MASP-2 en controles y pacientes 

con disfunciones de barrera y el CSF MASP-2 y CSF MASP-2 esperado 

individualmente, Mendeley Data, V1, 2020. DOI: 

http://dx.doi.org/10.17632/svj94tcp4n.1  

16. Frauenknecht V, Thiel S, Storm L, Meier N, Arnold M, Schmid JP, et al. 

Plasma levels of mannan-binding lectin (MBL)-associated serine proteases 

(MASPs) and MBL-associated protein in cardio and cerebrovascular diseases. 

Clin Exptal Immunol. 2013 [acceso 20/12/2020];73:112–20. Available in: 

https://pubmed.ncbi.nlm.nih.gov/23607747/  

17. Padilla Docal B, Dorta Contreras AJ, Reiber H, Iglesias González I, 

Jensenius JC, González Losada C. Neuroinmunología de la meningoencefalitis 

eosinofílica por Angiostrongylus cantonensis. In Robles L, Dorta Contreras AJ 

(eds.). Angiostrongylus cantonensis. Emergencia en América. La Habana: 

Academia; 2016. pp. 18-56.  

18. Dorta-Contreras AJ, Noris-García E, Padilla-Docal B, Rodríguez-Rey A, Bu-

Coifiu-Fanego R, Magraner-Tarrau ME, et al. Reibergrama para la evaluación 

de la síntesis intratecal de c3c. Arq Neuropsiquiatr. 2006;64:585-8. DOI: 

https://doi.org/10.1590/S0004-282X2006000400010  

19. Padilla-Docal B, Dorta-Contreras AJ, Bu-Coifiu-Fanego R, Rodríguez-Rey A, 

Gutiérrez-Hernández JC, de Paula-Almeida SO. Reibergram of Intrathecal 

Synthesis of C4 in Patients with Eosinophilic Meningitis Caused by 

Angiostrongylus cantonensis. Am J Trop Med Hyg. 2010 [acceso 

20/12/2020];82(6):1094–8. Available in: 

https://pubmed.ncbi.nlm.nih.gov/20519605/   

20. Sinha VK, Sharma OP, Kumar MS. Insight into the Intermolecular 

Recognition Mechanism Involved in Complement Component 4 Activation 

through Serine Protease-Trypsin. J Biomol Struc Dyn. 2017 [acceso 

20/12/2020];29(2017):1-38. Available in: 

https://pubmed.ncbi.nlm.nih.gov/28132614/  

21. Bold ABT, Beltrame MH, Catarino SJ, Meissner CG, Tizzot R, Messias-

Reason IJ. A dual role for Mannan-binding lectin-associated serine protease2 

http://dx.doi.org/10.17632/svj94tcp4n.1
https://pubmed.ncbi.nlm.nih.gov/23607747/
https://doi.org/10.1590/S0004-282X2006000400010
https://pubmed.ncbi.nlm.nih.gov/20519605/
https://pubmed.ncbi.nlm.nih.gov/28132614/


     Revista Cubana de Investigaciones Biomédicas. 2021;40(5):e1584 
 

 
 

Esta obra está bajo una licencia: https://creativecomons.org/licenses/by-nc/4.0/deed.es_ES 

 

 

(MASP-2) in HIV infection. Mol Immunol. 2016 [acceso 21/12/2020];78:48-56. 

Available in: https://pubmed.ncbi.nlm.nih.gov/27588826/   

22. Reiber H, Flow rate of cerebrospinal fluid (CSF): a concept common to 

normal blood-CSF barrier function and to dysfunction in neurological diseases. 

J Neurol Sci. 1994 [acceso 21/12/2020];122:189-203. Available in: 

https://pubmed.ncbi.nlm.nih.gov/8021703/   

23. Bakota L, Ussif A, Jeserich G, Brandt R. Systemic and network functions of 

the microtubule-associated protein tau: implications for tau-based therapies. 

Mol Cell Neurosci. 2017 [acceso 21/12/2020];84:132-41. Available in: 

https://pubmed.ncbi.nlm.nih.gov/28318914/   

24. Anderson BJ, Reilly JP, Shashaty MG, Palakshappa JA, Wysoczanski A, 

Dunn TG, et al. Admission plasma levels of the neuronal injury marker 

neuronspecific enolase are associated with mortality and delirium in sepsis. J 

Crit Care. 2016 [acceso 18/12/2020]36:18-23. Available in: 

https://pubmed.ncbi.nlm.nih.gov/27546742/   

25. Reiber H. Flow rate of cerebrospinal fluid (CSF) – a concept common to 

normal blood-CSF barrier function and to dysfunction in neurological diseases. 

J Neurol Sci. 1994 [acceso 21/12/2020];122(2):189–203. Available in: 

https://pubmed.ncbi.nlm.nih.gov/8021703/   

26. Hansen SWK, Ohtanib K, Roy R, Wakamiya N. The collectins CL-L1, 

CLK1and CL-P1, and their roles in complement and innate immunity. 

Immunobiology. [acceso 21/12/2020]. Available in: 

https://pubmed.ncbi.nlm.nih.gov/27377710/  

27. Golshayan D, Wójtowicz A, Bibert S, Pyndiah N, Manuel O, Binet I, et al. 

Polymorphisms in the lectin pathway of complement activation influence the 

incidence of acute rejection and graft outcome after kidney transplantation. 

Kidney Int. 2016 [acceso 21/12/2020];89:927-38. Available in: 

https://pubmed.ncbi.nlm.nih.gov/26924055/   

28. Lewczuk P, Reiber H,  Korenke GC, Bollensen E, Dorta-Contreras AJ. 

Intrathecal release of sICAM-1 into CSF in neuroborreliosis-increased brain 

derived fraction. J. Neuroimmunology. 2000 [acceso 21/12/2020];103:93-6. 

Available in: 

https://www.sciencedirect.com/science/article/abs/pii/S0165572899002210  

https://pubmed.ncbi.nlm.nih.gov/27588826/
https://pubmed.ncbi.nlm.nih.gov/8021703/
https://pubmed.ncbi.nlm.nih.gov/28318914/
https://pubmed.ncbi.nlm.nih.gov/27546742/
https://pubmed.ncbi.nlm.nih.gov/8021703/
https://pubmed.ncbi.nlm.nih.gov/27377710/
https://pubmed.ncbi.nlm.nih.gov/26924055/
https://www.sciencedirect.com/science/article/abs/pii/S0165572899002210


     Revista Cubana de Investigaciones Biomédicas. 2021;40(5):e1584 
 

 
 

Esta obra está bajo una licencia: https://creativecomons.org/licenses/by-nc/4.0/deed.es_ES 

 

 

29. Lewczuk P, Reiber H, Tumani H. Intercellular adhesion molecule-1 in 

cerebrospinal fluid: the evaluation of blood-derived and brain-derived 

fractions in neurological diseases. J Neuroimmunol. 1998;87:156-61. DOI: 

https://doi.org/10.1016/S0165-5728(99)00221-0  

 

 

Declaration of interest 

Authors must disclose any interest’s conflict. 

 

Author´s contribution 

Alberto Juan Dorta-Contreras: Conceptualization; data curation; formal 

analysis; funding acquisition; investigation, methodology, supervision; 

validation; visualization; roles/writing.  

Cristóbal González-Losada: Data curation, Visualization; Roles/Writing. 

Alejandro Ramos Robledo: Visualization, Investigation, Roles/Writing. 

Inga Zerr: Resources, Visualization; Roles/Writing. 

Annette Gudmann-Hansen: Resources, Visualization; Roles/Writing. 

Matthias Schmitz: Resources, Visualization; Roles/Writing. 

 

 

 

 

 

https://doi.org/10.1016/S0165-5728(99)00221-0

